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Abstract: In order to explore the genetic relationship of 8 main grape cultivars in Mile city, the 8 grape cultivars were used as materi-

als for analyzing their genome polymorphism by ISSR markers. 10 primers selected from 40 primers were used for ISSR amplification.

The results show a total of 81 bands were amplified by the 10 primers, of which 66 bands were polymorphic bands, and the percentage
of polymorphic band was 79. 9% . According to the results of PCR amplification of ISSR,similarity coefficient was analyzed. The genetic
similarity coefficient was 0. 50—0. 78 in 8 grape cultivars, and the average was 0. 647. The clustering analysis was constructed by UPG-

MA method. The 8 grape cultivars were divided into two major groups while the similarity coefficient was 0. 58. The first group included

3 cultivars of Euro-American hybrids and 1 cultivar of un-known clones. The second group included 4 cultivars of Vitis vinifera. There-

fore,a cultivar of unknown origin belongs to the Euro-American hybrids.
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S 12 (Qingti)
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0.58 0.63 0.68 0.73 0.78

B3 ETFISSRIGLERLHIK
HEmMFREXRZRHKE

3 Ziv5itie

HFir, ©A 8 2 i oF 58 #3818 RFLP,
RAPD, AFLP Fll SSR 2543 F- R it 38 AR X 41 25 & Fh ik
ATEERE , T4 W25 S Pl (8] 1) 38t 4% 2 SR 2% O R
SE R T M EE 30 A8 4l R SRR Y R G E AR AR,
Cuisset %'/ 3f 7 RAPD 43FARICH AR AT 50T, 45
A I RAPD Jr THRic T A5 i AL ST 25 4%
AT, IE W R B T A R 2 ) R & oG &
Bowers Z£1 F1| F 49 4~ RFLP 4% F4ric, 5087 T 34
A 2 SRR I AR AU R, & BRI T R 22 1]
B AHIL R ECH 0. 696, Hirr 33 AR Fh () 78 4
A RSB R ECH 0. 705, B & ik 0. 952. I 4h,
EFIFH SSR 43 FFrRic 352 A A T Hb 25 5 T 4 R
54 Cabernet Sauvignon [ A<,

2 H AT A Lk, A B 5T I ISSR fric
ARG M3 2 A G 1L Z2 REAE. Moreno 287 HZ5E T
FIFH 2 B pk 7 51 12 A~ ISSR 5 ¥ ANBRAEAS ]
SRR 12 78 538 25 b A Rk vp A 3] 22 2544, BT
O, X e pp g B AR SR R AR T eA%  (H L R R R
A5 ARIE AN . A, S T AT L AR A RO F
S YNAh 3 Al AL e, e Y E
ISSRARICHE AN IRV PG ER Y O A7 S P4 747
AT, IR IAHE H X 3 TT R . ASHITFSE 0 B 2= T 44 TR )
A RE BRI 19 8 48145 & R, BT ISSR 43+
PRICHEARTRDT T3X 8 A~ IY R4 0 R, 85 1 FE
RFEIER 1 AR IO 5 3 ERE A2 F
PR IR G B —JIEHE, DT HE I 322 5 Pl o 8 T MRS %
A Hh Rl X 5 HIE AR B9 53 M 45 SR — 3. BRI Ay
iR 3 AR K i LB AR A R 2K
0. 68 Ab43 RIS, BUEEE 57K st R AL
RBORKR, N 0.778, Z3H RNy —H, LI B IR IR
. BROWFR Y 4 AR b ER 55 H R R
AR AU R B 0. 686 AL 41 A2, 41
M IR 5 50T By —2H , U I 33X 4 R 1 358 4% A AR
PERBANXTER , HFH G RER NI —4, il
P it A% AR L R BCBAH X BR. AR BT9E R, vl
i ISSR A3-F A i 56 AR Xk 4 265 P 5T 9% 5% T o 22 11
M SR R MEAT I3 T Ko 43288, Sy 1 25 17 i A e 787 %

AT AR ) i 5 1 BE P L BRI AR s

[ &% k]

(1T gh PR, op [ 4 2 25 [ M. bt b B ROk B 2 FOR R
#,2004.

(2] 2048, A ERYRE B+ G CGE ) [M]. deat Bl2g b
ft, 1998 :136.

(31D . % 25 7 SR T 45 [ M. KRN < 300 1 B2 FR Al
#t,2000.

(4 TR el A A Wy AR [ M. b 78 45 2077 i ik, 2005
325-326.

[5]YE G N,SOYLEMEZOGL G, WEEDN N F,et al. Analysis of the
relationship between grapevine cultivars, reports and clones via DNA
finger printing[ J]. Vitis, 1998 ,37 (1) ;33 -38.

[6 ]ZIETKIEWICZ E, RAFASKI A, LABUDA D. Genome fingerprinting
by simple sequence repeat ( SSR)-anchored polymerase chain reac-
tion amplification[ J]. Genomics,1999,20:176 — 183.

[7] POTTER D, GAO F Y, AIELLO G, et al. Inter-simple sequence
repeat markers for fingerprinting and determining genetic relation-
ships of walnut (Juglans regia) cultivars[ J]. Journal of the Ameri-
can Society for Horticultural Science,2002,127.75 -81.

[8 ] REGNER F, STADLBAUER A, EISENBELD C, et al. Molecular
makers for genotyping grapevine and for identifying clones of tradi-
tional varieties[ J]. Acta Horticulturae 2001 ,546 ;331 —341.

[9]GOULAO L,OLIVEIRA C M. Molecular characterization of cultivars
of apple (Malus domestica Borkh. ) using micro satellite (SSR and
ISSR ) markers|[ J ]. Euphytica,2001,122 ;81 - 89.

[10]MONTE C L,GOULAO L,OLIVERIRA C. ISSR analysis of cultivars
of pear and suitability of molecular markers for clone discrimination
[J].J Amer Soc Hort Sci,2001,126:517 —522.

[11]ROOSE M L, FENG D, CHENG F S, et al. Mapping the citrus
genome| J |. Acta-Horticulturae ,2000,535 ;25 - 32.

[12]SANKAR A A,MOORE G A. Evaluation of inter-simple sequencerepeat
analysis for mapping in Citrus and extension of the geneticlinkage map
[J]. Theoretical and Applied Genetics,2001,102:206 —214.

[13]5KFF 4K, B IE 2%, ISSR B HAE R Linis [T, SRR 224,
2004,21(1) :54 -58.

[14] BOWERS J E, MEREDITH C P. Genetic similarities among wine-
grape cultivars revealed by restriction fragment-length polymorphism
(RFLP) analysis [ J]. J Amer Soc Hort Sci, 1966, 121 ( 4) .
620 - 624.

[15] CUISSET T P, BOURSIQUOT J M. Development of stable RAPD
markers for the identification of grapevine rootstocks and the analysis
of genetic relationships [ J ]. AmJ Enol Vitic, 1997,48 ( 4 ).
492 -501.

[16 ]BOWERS J E,MEREDITH C P. The parentage of classic wine grape,
cabernet sauvignon[ J]. Nature Genetics,1997,16(1) :84 —87.

[17] MORENO S, MARTIN J P, ORTIZ J M. Inter-simple sequence
repeats PCR for characterization of closely related grapevine germ-
plasm[ J]. Euphytica,1998,101:117 - 125.

CI8TREF 2, A PCEK, Mo aks. 8 0 VI 0G5 7 4 b 5 9 ISSR 43 #7
[J]. Fo AL T],2004,24 (4) 246 - 48.



