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Genetic Diversity Analysis on Fresh-edible Pumpkin Germplasm Resources by ISSR Markers
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(School of Agriculture and Life Sciences, Kunming University, Kunming, Yunnan, China 650214)

Abstract; ISSR molecular markers can be used to analyze genetic diversity and clarify their genetic relationships of pumpkin germplasm
resources. In this study, the selected fresh-edible pumpkin varieties were determined by ISSR technology for genetic diversity and
cluster analysis. The results showed that the total of 99 bands were amplified by 17 primers, in which 97 bands were polymorphic, and
the polymorphic locus ratio was 97.79% . At the genetic similarity coefficient of 0.74, the test varieties were divided into two
categories: the first group contains 27 fresh-edible pumpkin varieties, which can be further divided into four subgroups. The second

group was composed by five other cucurbits (out group).
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ISSR2 (AG),T 4 4 100. 00
ISSR3 (AG)sC 6 6 100. 00
ISSR4 (AG)5G 6 6 100. 00
ISSR5 (GA)4T 6 5 83.33
ISSR6 (GA)4C 5 5 100. 00
ISSR10 (CA)gT 4 4 100. 00
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