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Isolation and Identification of Actinobacteria from Eucalyptus Rhizosphere for

Screening of Enzymatic-producing Actinomycetes
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Abstract: In order to understand the Actinobacteria diversity and function of Eucalyptus rhizosphere, we isolated and identified
Actinobacteria of Eucalyptus rhizosphere soil by dilution plating and 16S rRNA gene analysis. 73 strains were acquired among which 21
representative strains were tested. The results showed 16 strains belonged to Sireptomyces and 2 strains belonged to Micromonospora, 1
belongs to Micrococcus, Kocuria, Nonomurae fungus respectively. Enzymes activity screening showed that strain number positive for
protease, lipase, cellulose and amylase were 5, 4, 6 and 7, respectively. The test showed that many strains had enzymes activities,

but the Actinobacteria diversity of Eucalyptus rhizosphere is poor, mainly with Streptomyces.
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