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Study on Risk Prediction Model of Alzheimer’s Disease
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Abstract; As the population ageing becomes more serious, the number of people suffering from Alzheimer's disease is increasing in our

country. Therefore, in order to predict the risk of Alzheimer's disease, the sample data from high-throughput sequencing are used. The

OR values of unreported SNPs are predicted using multiple linear regression, based on the OR values of known SNPs in the GWAS and

GRASP databases. And a risk assessment model is constructed by integrating the OR values of environmental and genetic risk factors to

calculate the probability level of multiple SNPs leading to disease assessing the risk of illness. Compared with clinical results, the model

has certain reliability.
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